Discussion meeting on outputs and perspectives 

from BBSRC Bayesian methodology for gene expression data grant

2 February 2007

Committee Room (Ground floor)

St.Marys Campus

15:30 Presentations

  Introduction - Sylvia Richardson

  Integrated modelling of Affymetrix data - Natalia Bochkina
  Modelling of differential expression and multi-class experiments - Natalia Bochkina

  Mixture models for differential expression - Alex Lewin

  Profile clustering - Alex Lewin

  Exploiting gene lists: GO analysis and synthesising related experiments  - Marta Blangiardo
  Software demo: BGX package and Associated R routines  - Ernest Turro and Alex Lewin
  Conclusion - Sylvia Richardson

17:00 Discussion

17:45 Drinks reception, posters
